ABSTRACT Somatic coliphages are alternative indicators of fecal pollution and attractive surrogates for viral pathogens. Here, we report the draft genome sequences of three replicate plaques from a novel Myoviridae bacteriophage isolated from raw wastewater. These genomes were similar to felix01virus phage and are predicted to contain up to 148 protein-coding genes.
Bacteriophage vB_EcoM_LMP25 was selected for subsequent analysis because it had the highest N 50 value. Annotation identified 20 tRNAs, 2 pseudo-tRNAs genes, and 148 coding sequences. Coding regions predicted 125 hypothetical and 23 known proteins. Phage-associated functions included minor tail protein, tail fiber, baseplate, tail tape measure, large subunit terminase, and lysin. The following amino acids codons were observed: Leu (n ϭ 3), Gln and Lys (n ϭ 2), and Cys, Phe, Gln, Arg, Val, Thr, Gly, Ala, Ile, Asp, Asn, Met, Glu, and Pro (n ϭ 1). The dihydrofolate reductase gene was also identified, but the genome lacked an integrase, suggesting that this bacteriophage may not be capable of lysogeny. The absence of integrase function could be a potential antimicrobial strategy to combat multidrug-resistant bacteria.
Data availability. The following bacteriophage genome sequences were submitted to NCBI GenBank: Escherichia phage vB_EcoM_LMP25 (accession number MK482688), Escherichia phage vB_EcoM_LMP33 (accession number MK482689), and Escherichia phage vB_EcoM_LMP34 (accession number MK482690). The BioProject number is PRJNA507261, and the raw reads are available at NCBI SRA (accession numbers SRR8280093, SRR8280094, and SRR8280095).
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